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Enriched Gene Ontology Terms
(indirect/direct TF targets per category)

[ Allantoin catabolic process (5/0)

Cysteine biosynthetic process (0/4)
Electron transport chain (11/1)

lon transport (23/4)

Iron ion homeostasis (13/4)
Methionine biosynthetic process (0/7)
Reponse to copper ion (4/0)

| Transmembrane transport (35/11)

Cysteine biosynthetic process (0/5)
Methionine biosynthetic process (1/5)
Oxidation-reduction process (5/8)
Sulfate assimilation (0/6)

Glutamate biosynthetic process (0/2)
Methionine biosynthetic process (2/2)
Deoxyribonucleoside diphosphate
metabolic process (2/0)




