
MUP1
SAM2
MXR1
SAM3
STR3
MET2
MET32
MET3
MET17
DUG3
SEO1
CYS3
MUP3
LEE1
YOL163W
YOL162W
MET28
OPT1
MHT1
MMP1
GRX8
SHR5
SAM1
PET122
FET5
FRE6
CUP1-1
CUP1-2
ZRT3
OYE3
ECM4
CUP2
FRA1
ZTA1
CAD1
AHP1
ATP2
ADR1

INO1

PHO11
PHO12
GTO3
FET3
SIT1
TIS11
FTR1
ECM32
CCC2
HMX1
FRE1
ARN2
FIT3
ENB1
MRS4
VMR1
FRE3
FRE2
FIT1
FIT2
PHO86
ISU2
PHO81
PHO84
PHO89
ARN1

HXT1
VHT1
PRM4

AFT1
SCS3

TPN1
YAT2
PET8
TPO4
ATR1
GRX4
ISU1
FRE5
IDP1
YAP6

BNA4
BNA5
BNA6

LUG1
YCR016W
SPB1
IMD2

Cluster 1:
NAD biosynthesis, Reproduction, 
G2/M transition

Cluster 4:
Co-enzyme transport

Cluster 5:
Reproduction, Mating type 
determination

Cluster 6:
Sulfur compound metabolism, 
Methionine metabolism, Aspartate 
family metabolism, Cysteine 
metabolism, SAM metabolism, 
glutathione metabolism, Purine 
metabolism, ATP synthesis-coupled 
transport

Cluster 7:
Response to copper, Response to 
cadmium, Response to superoxide, 
Response to oxygen radical, 
Glucose homeostasis, 
Carbohydrate-mediated signaling, 
Iron ion homeostasis

Cluster 9:
Iron ion homeostasis, Iron assimila-
tion, Cation homeostasis, Sidero-
phore transport, Copper ion 
homeostasis

m6
c1
m6

m31
m32
m6 m4
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A.

B.

Cluster 1      

Cluster 2      

Cluster 3      

Cluster 4      

Cluster 5      

Cluster 6      

Cluster 7      

Cluster 8      

Cluster 9      

Cluster 10      


