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Cluster 2:

Cell wall organization

Cluster 3:

Sulfate assimilation, Serine family biosynthesis, Methio-
nine biosynthesis, Cysteine biosynthesis, Aspartate family
biosynthesis

Cluster 5:
Sulfate assimilation, Methionine biosynthesis, Aspartate
family biosynthesis

Cluster 6:
Lipid metabolism

Cluster 7:
Homoserine metabolism, Serine family biosynthesis, Sulfur
compound metabolism



